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10 20 30 40 50 60 

HUMAN M6IVEPGC6DMLTGTEPMP6SDE6RAP6ADPQHRYFYPEP6AQDADERR66GSL6SPYP6 

• •••••••••••••••••• ••••• •••• ••••••••• • ••• • 

MOUSE MGIVEPGCGDlOiTGTEPHP-SDE^^^ 

10 20 30 40 50 

CONS MGIVEF6C6DHLT6TEPMF SDEGR PGAD QHR FYPEPGAQD RR G SLG PY G 


70 80 90 100 110 120 

HUMAN 6ALVPAPPSRFL6AYAYPPRPQAAGFPGAGESFPPPADAE6YQP6EGYAAPDPRA6LYPG 

MOUSE GALVPAAPGRFLGSFAYPPRAQVAGFPGPGE^ 

60 70 80 90 100 110 

CONS GALVFA P RFLG AYPPR Q AGFPG GE FPPPA AEGY P GY APDPRAGLYPG 


130 140 150 160 170 180 

HUMAN PREDYALPAGLEVSGKLRVALNNHLLWSKFNQHQTEMIITKQGRRMFPFLSFTVAGLEPT 

MOUSE PREDYALPAGLEVSGKLRVALSNHLL^^ 

120 130 140 150 160 170 


CONS PREDYALFAGLEVSGKZiRVAL NHLLWSKFNQHQTEMIITKQGRRMFPFLSFTVA6LEPT 


190 200 210 220 230 240 

HUMAN SHYRMFVDWLVDQHHWRYQSGKWVQCGKAEGSMPGNRIiYVHPDSPNTGAHWHRQEVSFG 

MOUSE SHYMFVDWLVDQHHWRYQSGI^ 

180 190 200 210 220 230 

CONS SHYRMFVDWLVDQHHWRYQSGKWVQCGKAEGSMPGNRLYVHPDSPNT6AHWHRQEVSFG 


250 260 270 280 290 300 

HUMAN KLKLTNNK6ASNNVTQMIVLQSLHKYQPRLHIVEVNDGEPEAACNASNTHIPTFQETQFI 

MOUSE KLKLTNNK6ASNNVTQM 

240 250 260 270 280 290 

CONS KLKLTNNK6ASNNVTQMIVLQSLHKYQPRLHIVEVNDGEPEAAC ASNTH FTFQETQFI 

Fig. 1A 
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310 320 330 340 350 360 

HUMAN AVTAYONAEITOLKIDMNPFAKGFRE NFESMYTSVD TSIPSPPGPNCQFLGGDHYSPLLP 


MOUSE AVTAYOMAEITOLKIDNNPFAKGFRE NFESMYASVD TSVPSPPGPNCQLLGGDPFSPLLS 
300 310 320 330 340 350 


CONS AVTAYQNAEITQLKIDNNPFAKGFRENFESMY SVDTS PSPPGPNCQ LG6D FSPLL 


370 380 390 400 410 420 

HUMAN NQYPVPSRFYPDLPGQAKDWPQAYWLGAPRDHSYEAEFRAVSMKPAFLPSAPGPTMSYY 
•••••••••••••••• • ****»**«sss**s***««*««*««*****«*« 

MOUSE NQYPVPSRF YPDLP6QPKDMI SQPYWLGTPREHSYEAE^^ 

360 370 380 390 400 410 


CONS NQYPVPSRFYPDLP6Q KD Q YWLG PR HSYEAEFRAVSMKP LPSAP6PT YY 


430 440 450 460 470 480 

HUMAN R6QEVLAP6AGWPVAPQYPPKMGPASWFRPMRTLPMEP6P66SEGR6PEDQGPPLVWTEI 


MOUSE R6QDVLAP6A6WPVAPQYPPKMSPA6WFRPMRTLPHDP6L6SSEEQ6 SSPSLWPEV 

420 430 440 450 460 470 


CONS RGQ VLAPGAGWPVAPQYPPKM PA WFRPMRTLPM PG G SE G P W E 


490 500 510 520 530 

HUMAN APIRPESSDSGLGEGDSKRRRVSPYPSSGDSSSPAGAPSPFDKEA EGQFYNTFP N 

HOUSE TSLQPEPSDSGLGEGDTKRRRISPYPSS^ 

480 490 III! 500 510 520 530 

CONS PE SDSGLGEGD KRRR SPYPSSGDSSSPAGAPSPFDKE EGQFYNYFP N 


Fig. 1A (continued) 
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10 20 30 40 50 60 

HUMAN AT666CATC6TGGA6CC666TT6C66A6ACAT6CTGAC666CACC6A6CC6AT6CCG6G6 


MOUSE AT666CATC6T66AGCC666CT6C66A6^^ -6 
10 20 30 40 50 


70 80 90 100 110 120 

HUMAN AGCGACGAGGGCCGGGCGCCT6GCGCC6ACCC6CAGCACCGCTACTTCTACCCGGAGCC6 


MOUSE A6T6ACGA66GCCG666GCCC6GA6C66ACCAACAGCATCGTTTCTTCTATCCC6A6CCG 
60 70 80 90 100 110 


130 140 150 160 170 180 

HUMAN GGCGCGCA6GACGCGGACGAGCGTCGCGGGGGCGGCAGCCTGGGGTCTCCCTACCCGGGG 


MOUSE GGCGCACAGGACCCGACCGATCGCCGCGCAGGTAGCAGCCTGGGGACGCCCTACTCTG6G 
120 130 140 150 160 170 


190 200 210 220 230 240 

HUMAN GGCGCCTTGGTGCCCGCCCCGCCGAGCCGCTTCCTTGGAGCCTACGCCTACCCGCCGCGA 


MOUSE GC6CCCT6GT6CCT6CCGCGCCGGGTCGCTTCCTT6GATCCTTCGCCTACCCGCCCC6G 
180 190 200 210 220 230 


250 260 270 280 290 300 

HUMAN CCCCAGGCGGCCGGCTTCCCCGGCGCGGGCGAGTCCTTCCCGCCGCCCGCGGACGCCGAG 


MOUSE GCTCAGGTGGCTGGCTTTCCCGGGCCTGGCGA^^ 

240 250 260 270 280 290 


310 320 330 340 350 360 

HUMAN GGCTACCAGCCGGGCGAGGGCTACGCCGCCCCGGACCCGCGCGCCGGGCTCTACCCGGGG 


MOUSE GGCTACCCGCCCGTGGAT6GCTACCCT6CCCCT6ACCC6C6C6CG6G6CTCTACCCAG66 
300 310 320 330 340 350 


370 380 390 400 410 420 

HUMAN CCGCGTGAG6ACTACGCGCTACCCGCGGGACTGGAGGTGTCGGGGAAACTGAGGGTC6CG 


MOUSE CCGCGCGAGGACTAC6CATTGCCCGCGGG6TTGGAGGTGTCTGG6AA6CTGAGA6TC6C6 
360 370 380 390 400 410 

Fig. 1 B 
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430 440 450 460 470 480 

HUMAN CTCAACAACCACCT6TTGTGGTCCAAGTTTAATCAGCACCA6ACAGA6ATGATCATCACC 

:::::::::;;:::::::::;;:: :: ;;::::::;::::::::::::::::: 
MOUSE CTCAGCAACCACCTGTTGTG6TCCAAGTTCAACCA6CACCAGACA6AGATGATCATCACT 
420 430 440 450 460 470 


490 500 510 520 530 540 

HUMAN AA6CAGGGACGGCGGAT6TTCCCATTCCTGTCATTTACTGTGGCCGGGCTGGAGCCCACC 

:::;: :;:;:::: :::::::::::;:;::: :: :; 
MOUSE AAGCAA6GACGGC6AATGTTCCCATTCCT6TCCTTCACCGT6GCCGGGCT6GAGCCCACA 

480 490 500 510 520 530 


550 560 570 580 590 600 

HUMAN AGCCACTACAG6AT6TTTGTG6AC6TGGTCTTGGTG6ACCAGCACCACT6GCG6TACCAG 


MOUSE AGCCATTACAGGATGTTTGTGGAT6TGGTCTTGGTGGACCAGCACCACTGGCGGTACCAG 
540 550 560 570 580 590 


610 620 630 640 650 660 

HUMAN AGCGGCAAGTGGGTGCAGTGTGGAAAGGCCGA66GCAGCATGCCAGGAAACCGCCTGTAC 

MOUSE A6CG6CAAGTGG6TGCA6T6TGGAAA6GCAGAAGGCAGCATGCCAGGGAACC6CTTATAT 
600 610 620 630 640 650 


670 680 690 700 710 720 

HUMAlN 6TCCACCCGGACTCCCCCAACACAGGAGCGCACTG6ATGCGCCAGGAA6TTTCATTTGGG 

;::::::: :::::::::::::: ::::: :::::::::::::::::::::::::::::: 
MOUSE GTCCACCCA6ACTCCCCCAACACCG6AGCCCACTGGAT6C6CCAG6AAGTTTCATTTG6G 

660 670 680 690 700 710 


730 740 750 760 770 780 

HUMAN AAACTAAA6CTCACAAACAACAAGGG66CGTCCAACAATGTGACCCA6ATGATTGT6CTC 


MOUSE AAGCTAAA6CTCACCAACAACAA6GGGGCTTCCAACAATGT6ACCCAGATGATCGTCCTG 
720 730 740 750 760 770 


790 800 810 820 830 840 

HUMAN CAGTCCCTCCATAA6TACCAGCCCC6GCTGCATATC6TTGAG6TGAACGACGGAGAGCCA 

SSSS****SSSSSSSSS*** •••••••• •• ••••••••• 

MOUSE CAGTCTCTCCACAAGTACCAGCCCCGGCTGCACATCGTGGA^^ 

780 790 800 810 820 830 


Fig. 1 B (continued) 
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850 860 870 880 890 900 

HUMAN GAGGCAGCCTGCAACGCTTCCAACAC6CATATCTTTACTTTCCAA6AAACCCAGTTCATT 


I • • • • • I 


MOUSE GAGGCT6CCT6CAGT6CTTCTAACACACACGTCTTTACTTTCCAA6AGACCCAGTTCATT 
840 850 860 870 880 890 


910 920 930 940 950 960 

HUMAN GCCGTGACTGCCTACCAGAATGCCGAGATTACTCAGCTGAAAATTGATAATAACCCCTTT 

;: ::::::::::::::::: :: ::::: :::::::::::::: :: ::::::::: 
MOUSE GCAGTGACTGCCTACCAGAACGCA6AGATCACTCAGCTGAAAATC6ACAACAACCCCTTT 

900 910 920 930 940 950 


970 980 990 1000 1010 1020 

HUMAN GCCAAAGGATTCCGGGAGAACTTTGAGTCCATGTACACATCTGTTGACACCAGCATCCCC 


MOUSE 6CCAAAGGATTCCGG6AGAACTTTGAGTCCATGTACGCATCTGTTGATAC6AGTGTCCCC 
960 970 980 990 1000 1010 


1030 1040 1050 1060 1070 1080 

HUMAN TCCCCGCCTGGACCCAACTGTCAATTCCTTGGGGGA6ATCACTACTCTCCTCTCCTACCC 

: : : : : ::::::::::: : : : : : : : : : : : : : : : : 

MOUSE TCGCCACCTGGACCCAACTGTCAACTGCTT6GGGGA6ACCCCTTCTCACCTCTTCTATCC 

1020 1030 1040 1050 1060 1070 


1090 1100 1110 1120 1130 1140 

HUMAN AACCAGTATCCTGTTCCCAGCCGCTTCTACCCCGACCTTCCT6GCCAGGCGAAG6ATGTG 

::::::::::::::::::::::: ::::::::::::::::: :::::: : :::::: : : 
MOUSE AACCAGTATCCTGTTCCCAGCCGTTTCTACCCCGACCTTCCAGGCCAGCCCAAGGATAT6 

1080 1090 1100 1110 1120 1130 


1150 1160 1170 1180 1190 1200 

HUMAN GTTCCCCAGGCTTACTGGCTGGGGGCCCCCCGG6ACCACAGCTATGA6GCT6A6TTTCGA 


MOUSE ATCTCACAGCCTTACTGGCTGGGGACACCTCGGGAACACAGTTAT6AAGCGGAGTTCCGA 
1140 1150 1160 1170 1180 1190 


1210 1220 1230 1240 1250 1260 

HUMAN GCAGTCAGCATGAAGCCTGCATTCTTGCCCTCTGCCCCTGGGCCCACCATGTCCTACTAC 

MOUSE GCTGTGAGCATGAAGCCCACACTCCTACCCTCTGCCCCGGGGCCCACT 

1200 1210 1220 1230 1240 1250 


Fig. 1 B (continued) 
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1270 1280 1290 1300 1310 1320 

HUMAN CGAGGCCAG6A6GTCCTGGCACCTG6A6CTG6CTGGCCTGTG6CACCCCAGTACCCTCCC 

IX •••••••• ••••••••••• ••••• ••••• ••••• ••• 

MOUSE CG66GCCAA6AC6TCCTGGC6CCT66AGCT66T 

1260 1270 1280 1290 1300 1310 


1330 1340 1350 1360 1370 1380 

HUMAN AA6ATGGGCCC66CCAGCT6GTTCCGCCCTAT6C6GACTCT6CCCATG6AACCC66CCCT 

MOUSE AA6AT6A6CCCA6CTG6CTGGTTCCGGC 

1320 1330 1340 1350 1360 1370 


1390 1400 1410 1420 1430 1440 

HUMAN GGAGGCTCA6AGGGACGG6GACCAGA6GACCA6G6TCCCCCCTT6GTGT66ACTGAGATT 

• *••••••* * •••••• • ••••• ••••• • 

MOUSE GGATCCTCA6AGGAACAG6GCTCCT CCCCCTCGCTGTGGCCTGAGGTC 

1380 1390 1400 1410 1420 

1450 1460 1470 1480 1490 1500 

HUMAN GCCCCCATCCGGCCGGAATCCAGTGATTCA6GACT666C6AA6GA6ACTCTAA6A6GA66 

: : : : : : : :::::: : : : : : : :::::::: :::::::::::: ::::::::::: 
HOUSE ACCTCCCTCCA6CC6GA6CCCA6CGACTCAGGACTA66C6AA66AGACACTAAGAGGA66 

1430 1440 1450 1460 1470 1480 


1510 1520 1530 1540 1550 1560 

HUMAN CGC6TGTCCCCCTATCCTTCCAGTG6T6ACAGCTCCTCCCCTGCTGGGGCCCCTTCTCCT 

: : :::::::::::::::::::: ::::::::::: :: :::::::;:::::::::: 
MOUSE AGGATATCCCCCTATCCTTCCAGTG6CGACA6CTCCTCTCCC6CTGG6GCCCCTTCTCCT 

1490 1500 1510 1520 1530 1540 


1570 1580 1590 1600 

HUMAN TTTGATAAGGAAGCTGAA6GACA6TTTTATAACTATTTTCCCAACTGA 

• ••••••••••• • ••••• ••••••«•••• ••••••••••••••• 

• ••••••••••• • ••••• ••••••••••• •#•••••«••••«»« 

MOUSE TTTGATAA66AAACCGAAGGCCAGTTTTATAATTATTTTCCCAACT6A 
1550 1560 1570 1580 1590 


Fig. 1 B (continued) 
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